Binary regression for risks in excess of subject-specific thresholds.
We describe models for binary valued data to be used to explain the incidence of disease given the level of a known risk factor. Every individual has an unobservable tolerance of the risk. Risk levels below the individual tolerance do not increase the disease incidence above the background, unexposed rate. We estimate parameters from both the tolerance distribution and the risk function for a large group of mice exposed to very low levels of a known carcinogen.